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24307983|Homsap|Metazoa            VFFLNRAAMKMANMDFVFDRM-------ELLYFADVCAGPGGFSEYVLWRK-------HAKGF-GMTLK------IDGDGDITRPE------GVHFLMADGGFSVEG------ENLQEILSKQLLLCQFLMAL------TGGHFICKTF-DLFTPF-------SVGLVYLLYCCFERVCLFKPITSRPANSERYVVC  
109070997|Macmul|Metazoa           VFFLNRAAMKMANMDFVFDRM-------ELLYFADVCAGPGGFSEYVLWRK-------HAKGF-GMTLK------IDGDGDITRPE------GVHFLMADGGFSVEG------ENLQEILSKQLLLCQFLMAL------TGGHFICKTF-DLFTPF-------SVGLVYLLYCCFERVCLFKPITSRPANSERYVVC  

126723764|Bostau|Metazoa           VFFLNRAAMKMANMDFVFDRM-------ELLYFADVCAGPGGFSEYVLWRK-------HAKGF-GLTLK------IDGDGDITRPE------GVHFLMADGGFSVEG------ENLQEILSKQLLLCQFLMAL------TGGHFICKTF-DLFTPF-------SVGLIYLLYCCFERVCLFKPITSRPANSERYVVC  
194223469|Equcab|Metazoa           VFFLNRAAMKMANMDFVFDRM-------ELLYFADVCAGPGGFSEYVLWRK-------HAKGF-GMTLK------IDGDGDITRPE------GVHFLMADGGFSVEG------ENLQEILSKQLLLCQFLMAL------TGGHFICKTF-DLFTPF-------SVGLIYLLYCCFERVCLFKPITSRPANSERYVVC  
114607075|Pantro|Metazoa           VFFLNRAAMKMANMDFVFDRM-------ELLYFADVCAGPGGFSEYVLWRK-------HAKGF-GMTLK------IDGDGDITRPE------GVHFLMADGGFSVEG------ENLQEILSKQLLLCQFLMAL------TGGHFICKTF-DLFTPF-------SVGLVYLLYCCFERVCLFKPITSRPANSERYVVC  
26339874|Musmus|Metazoa            VFFLNRAAMKMANMDFVFDRM-------DLLYFADVCAGPGGFSEYVLWRK-------HAKGF-GMTLK------VDGDGDITRPE------GVHFVMADGGFSVEG------ENLQEILSKQLLLCQFLMAL------TGGHFVCKTF-DLFTPF-------SVGLIYLLYCCFERVCLFKPITSRPANSERYVVC  
62078793|Ratnor|Metazoa            VFFLNRAAMKMANMDFVFDRM-------DLLYFADVCAGPGGFSEYVLWRR-------HAKGF-GMTLK------VDGDGDITRPE------GVHFVMADGGFSVEG------ENLQEILSKQLLLCQFLMAL------TGGHFVCKTF-DLFTPF-------SVGLIYLLYCCFERVCLFKPVTSRPANSERYVVC  

13365825|Macfas|Metazoa            VFFLNRAAMKMANMDFVFDRM-------ELLYFADVCAGPGGFSEYVLWRK-------HAKGF-GMTLK------IDGDGDITRPE------GVHFLMADGGFSVEG------ENLQEILSKQLLLCQFLMAL------TGGHFICKTF-DLFTPF-------SVGLVYLLYCCFERVCLFKPITSRPANSERYVVC  
126309943|Mondom|Metazoa           VFFLNRAAMKMANIDFVFDRM-------ELLYFADVCAGPGGFSEYVLWRK-------HAKGF-GMTLK------IDGDGDVTRPG------GVHFMMADGGFSVEK------ENLQEILSKQLLLCQFLTGL------TGGHFICKTF-DLFTPF-------SVGLIYLLYTCFERVSLFKPVTSRPANSERYVVC  
224047575|Taegut|Metazoa           AFFLNRAAMKMANMDHVFDYM-------ELLYFADVCAGPGGFSEYVLWRR-------HAKGF-GMTLK------IDGDGDITRSE------GVHFLMADGGFSVEG------ENLQEILSKQLMLCQFLTAL------TGGNFVCKTF-DLFTPF-------SVGLVYLLYCCFERVCIFKPVTSRPANSERYVVC  
118088049|Galgal|Metazoa           VFFLNRAAMKMANMDHVFDYM-------ELLYFADVCAGPGGFSEYVLWRK-------HAKGF-GMTLK------IDGDGDITRPE------GVHFLMADGGFSVEG------ENLQEILSKQLMLCQFLMAL------TGGHFVCKTF-DLFTPF-------SVGLVYLLYCCFERVCIFKPVTSRPANSERYVVC  
147906507|Xenlae|Metazoa           VFFLNRAAMKMANIDHVFDYM-------ELLYFADVCAGPGGFSEYVLWRK-------HAKGF-GMTLK------VDGDGDVTRPE------GVHFMMADGGFSVEG------ENIQEILSKQLLLCQFLVGL------TGGHFICKTF-DLFTPF-------SVGLIYLLYCCFERVCLFKPLTSRPANSERYVVC  

149549695|Ornana|Metazoa           VFFLNRAAMKMANIDFVFDRM-------ELLYFADVCAGPGGFSEYVLWRK-------HAKGF-GMTLK------IEGDGDITRPE------GVHFLMADGGFSVKG------HNLQEILSKQLLLCQFLTGL------TGGHFICKSF-DLFTPF-------SVGLLYLLYCCFERVSLFKPVTSRPANSERYVVC  
73972755|Canlup|Metazoa            VFFLNRAAMKMANMDFVFDHM-------ELLYFADVCAGPGGFSEYVLWRK-------HAKGF-GMTLK------IDGDGDITRPE------GVHFLMADGGFSVEG------ENLQEILSKQLLLCQFLMAL------TGGHFICKTF-DLFTPF-------SVGLIYLLYCCFERVCLFKPITSRPANSERYVVC  
41055983|Danrer|Metazoa            AFFLNRAAMKMANMDHVFDYM-------ELLYFGDVCAGPGGFSEYVLWRR-------HAKGF-GMTLK------IDGDGDITRPE------GLHFLMADGGFSVEG------ENLQEILSKQLLLCQFLTAL------PGGHFLCKTF-DLFTPF-------SVGLIYLLYLCFERVSLFKPVTSRPANSERYVVC  
47224577|Tetnig|Metazoa            GIFLNRAAMKMANIDHCFDNM-------ELLYFGDVCAGPGGFSEYILWRR-------HAKGF-GMTLK------VDGDGDITRPE------GLHCLMADGGFSVEG------ENIQEVLSKQLLLCQFLTAL------TGGHFVCKTF-DLFTPF-------SVGLIYLLYLCFERISLFKPVTSRPANSERYVVC  
198425300|Cioint|Metazoa           GIFLNRAAMKMANMDSILDFM-------EILYFADVCAGPGGFSEYILWKK-------RAKGF-GFTLK------IDGNGDIMNTS------GVHFVMADGGFSVEG------ENIQEILTKQLLMCQIVCAL------VGGNFVLKTF-DLFTPF-------SNGLIYLLRIAFENVAIYKPVTSRPANSERYAVC  

219480707|Braflo|Metazoa           AIFQNRAAMKMANMDHVFDYM-------DLLYFADICAGPGGFSEYVLWRK-------HAKGF-GLTIR------IDGDGDIMKPA------GVHFVMADGGFSVEG------ENLQEVLSKQLVLCEFLCAL------IGGCFVCKTF-DLFTPF-------SVGLVYLLYHCFHQVCIFKPITSRPANSERYVVC  
194332651|Xentro|Metazoa           AFFLNRAAMKMANVDHVFDYM-------ELLYFADVCAGPGGFSEYVLWRK-------HTKGF-GMTLK------VDGDGDVTRPE------GVHFMMADGGFSVEG------ENIQEILSKQLLLCQFLVGL------TGGHFICKTF-DLFTPF-------SVGLIYLLYCCFERICLFKPLTSRPANSERYVVC  
221114237|Hydmag|Metazoa           AIFQNRAAMKMAEIDASFDYM-------DLLYFADICAGPGGFSEYVFWRS-------RAKGF-GMTIK------YNGDGDIFKKE------GLHFVMADGGFSVEG------ENIQEILSKQLYLCQFLCAL------KGGHFICKVF-DLFTPF-------SIGLVYLMYRAFDQICIFKPVTSRPANSERYLIC  
157114675|Aedaeg|Metazoa           NIFMNRAAVKMANMDAMFDYM-------DLVYFADVCAGPGGFSEYFLWRK-------QAKGF-GFTLR------PNNDGDVFNPV------GVHVMMADGGFSVEN------ENIQEILSKRLYLCQILMAL------TGGHFVVKLF-DLFTPF-------SVGLIYLVYKCFKKICICKPNTSRPANSERYLVC  
156543832|Nasvit|Metazoa           SIFLNRAAVKMANIDKACNFM-------DLLYFADVCAGPGGFSEYVLWRK-------RAKGF-GFTLK------PKEDGNVYDPK------GVHFMMADGGFSVEG------ENIQEILSKQLYLCQCLVAL------TGGHFVTKLF-DLFTPF-------SGGLVYIMYRCFDQVSIFKPNTSRPANSERYLIC  

110758750|Apimel|Metazoa           AFFLNRAAVKMANIDRACNFM-------ELLYFADVCAGPGGFSEYVLWRT-------HAKGF-GFTLK------PKDNGDVFDSE------GVHFMMSDGGFSVEG------ENLQEILSKQLYLCQCLVAL------EKGHFVTKLF-DIFTPF-------SAGLIYLMYRCFDEICIFKPNSSRPANSERYLIC  
193678847|Acypis|Metazoa           GIFQNRAAMKMANIDWACDFM-------SLLYFADICAGPGGFSEYVLWRK-------KAKGV-GFTLR------HDEDGDVYKPK------GVHFVMADGGFSVDG------ESFQEILSKRLYLCQALAAL------PGGHFMCKLF-DIFTEF-------SAGLLFLLYQSFKQISIYKPVTSRPANSERYVIC  
194764414|Droana|Metazoa           SIFLNRAAVKMANIDSMCDFM-------ELLYFTDMCAGPGGFSEYVLHRK-------EAKGF-GFTLR------VKEDGNIFDEA------GVHFAMADGGFSVEG------ENIQEILSKQLYLCQFLTAL------ENGSFVCKVF-DLFTPF-------SVGLVYLMYKCFHQISIIKPNSSRPANSERYLVC  
170042033|Culqui|Metazoa           SIFMNRAAVKMANMDSMFDYM-------DLLYFADVCAGPGGFSEYFLWRK-------LAKGF-GFTLK------PKENGDVFDPE------GVHVMMADGGFSVEG------ENEQEILSKQLYLCQILVAL------TEGHFVVKLF-DLFTPF-------SVGLIYLVSKCFKKISICKPNTSRPANSERYLVC  
195425949|Drowil|Metazoa           SIFLNRAAVKMANIDTMCDNM-------ELLYFTDMCAGPGGFSEYVLFRK-------EAKGF-GFTLR------VHDDGNIFNQD------GVHFAMADGGFSVEG------ENIQEILSKQLYLCQFLTAL------ENGNFVCKVF-DLFTPF-------SVGLVYLMYKSFYQIAIIKPNSSRPANSERYLVC  

125982897|Dropse|Metazoa           SIFLNRAAVKMANIDSMCDYM-------DLLYFTDMCAGPGGFSEYVLFRK-------EAKGF-GFTLR------IKDDGNIFDDQ------GVHFAMADGGFSVEG------ENIQEILSKQLYLCQFLTAL------KNGNFVCKVF-DLFTPF-------SVGLIYLMYKCFHQIAIIKPNSSRPANSERYLVC  
195048585|Drogri|Metazoa           SIFLNRAAVKMANIDSICEYM-------ELLYFADICAGPGGFSEYVLYRK-------EAKGF-GFTLR------DKDDGNIFDPS------GVHFAMADGGFSVEG------ENIQEILSKQLYLCQFVTAL------VNGSFVCKLF-DLFTPF-------SVGLVYLMYKCFNQIAIIKPNSSRPANSERYIVC  
195133504|Dromoj|Metazoa           SIFLNRAAVKMANIDSLCQYM-------ELLYFADMCAGPGGFSEYVLYRK-------EARGF-GFTLR------VKDDGDIFNTS------GVHFAMADGGFSVEG------ENIQEILSKQLYLCQFNTAL------VGGSFVCKLF-DLFTPF-------SVSLVYLMYKCFQQIAILKPNSSRPANSERYIIC  
195397365|Drovir|Metazoa           SIFLNRAAVKMANIDSMCDYM-------ELLYFADMCAGPGGFSEYVLYRK-------KAKGF-GFTLR------IKEDGNIFDQS------GVHFAMADGGFSVEG------ENIQEILSKQLYLCQFVTAL------INGSFVCKLF-DLFTPF-------SVSLVYLMYKCFQQIAIIKPNSSRPANSERYIVC  
24639619|Dromel|Metazoa            SIFLNRAAVKMANIDSMCNFM-------ELLYFTDMCAGPGGFSEYVLYRK-------EAKGF-GFTLR------VKEDGNIFDES------GVHFAMADGGFSVEG------KNIQEILSKQLYLCQFLTAL------PNGSFVCKVF-DLFTPF-------SVGLVYLMYKCFQQIAIIKPNSSRPANSERYLVC  

242015838|Pedhum|Metazoa           GIFINRAAMKMANLDAILDWM-------SLLYFADVCAGPGGFSEYVFFRK-------RAKGF-GFTLR------VRGDGDIYVPE------GVHFMMADGGVPIEE------FNDQELICKKLYLCQCLVAL------TGGHFVVKLF-DLFTPF-------SVGLVYLMYRSFQSVTIIKPNTSRPANSERYLVC  
194887980|Droere|Metazoa           SIFLNRAAVKMANIDSMCDFM-------ELLYFTDMCAGPGGFSEYVLFRK-------EAKGF-GFTLR------VKEDGNIFDES------GVHFAMADGGFSVEG------ENIQEILSKQLYLCQFLTAL------PNGSFVCKVF-DLFTPF-------SVGLVYLMYKCFQQIAIIKPNSSRPANSERYLVC  
195477219|Droyak|Metazoa           SIFLNRAAVKMANIDSMCDFM-------ELLYFTDMCAGPGGFSEYVLFRK-------EAKGF-GFTLR------VKEDGNIFDES------GVHFAMADGGFSVEG------ENIQEILSKQLYLCQFLTAL------PNGSFVCKVF-DLFTPF-------SVGLVYLMYKCFHQIAIIKPNSSRPANSERYLVC  
195340901|Drosec|Metazoa           SIFLNRAAVKMANIDSMCDFM-------ELLYFTDMCAGPGGFSEYVLYRK-------EAKGF-GFTLR------VKDDGNIFDES------GVHFAMADGGFSVEG------KNIQEILSKQLYLCQFLTAL------PNGSFICKLF-DLFTPF-------SVGLVYLMYQCFQQIAIIKPNSSRPANSERYLVC  
195995913|Triadh|Metazoa           AIFLNRAAMKMANLDYVYKYI-------DILYFADICAGPGGFTEYVLWKR-------HAKGF-GITLK------VNGDGDVTRTE------GVHFAMADGGFSVEG------ENIQEILSKQLYLCQFLCAI------EGGNFVCKLF-DIFTPF-------SVGLLYLFYRIFRRISLVKPLTSRPANSERYIVC  

195163974|Droper|Metazoa           SIFLNRAAVKMANIDSMCDYM-------DLLYFTDMCAGPGGFSEYVLFRK-------EAKGF-GFTLR------IKDDGNIFDDQ------GVHFAMADGGFSVEG------ENIQEILSKQLYLCQFLTAL------KNGNFVCKVF-DLFTPF-------SVGLIYLMYKCFHQIAIIKPNSSRPANSERYLVC  
71998392|Caeele|Metazoa            AFFQNRAAMKTANMDKIYDWI-------DLFYFADVCAGPGGFSEYMLWRK-------NAKGF-GFTLA------TKDNGDVMDPV------GVHLMMADGGFSVEG------ENIQEILSKRLYLCQLLVSL------EGGNFFCKLF-DIFTPF-------SVGLIYLMRVCYQSVSLHKPHTSRPANSERYITC  
157752890|Caebri|Metazoa           AFFLNRSAMKTANMDKIYDWI-------DLFYFADVCAGPGGFSEYMLWRK-------NAKGF-GFTLA------TKKNGDVMDPE------GVHLMMADGAFSVQG------ENIQEILSKRLYLCQLLVSL------EGGNFLCNLF-DIFTPF-------SVGLIYLMRVCYDSISLHKPHTSRPANSERFVVC  
189235701|Tricas|Metazoa           VFFMNRASLKMANIDAATDFM-------GPYYFADVCAGPGGFTEYILWRK-------MFKGF-GLTLR------ASGDGNACSPE------GVHFMMADGGFSVEG------ENIQEILSKSLYICQCLIAL------KHGHFVTKVF-DIFTCF-------SVGLLYLIYHCFEKVCILKPNSSRPANSERYVIC  
48843539|Neoser|dsDNAvirus         AFFINRGAVKMANIDHATNFV-------ELIYFADVCAGPGGFSEYMLWRK-------NIKGY-GMTLR------PLNDGNIYNSQ------GVHFMMADGGFSVEG------ENMQEMLSKKMYLCQCLIAL------IGGHCVIKFF-DIFTPF-------SAGLVYLMYRSFNRICIFKPHSSRPANSERYLVC  

194040437|Susscr|Metazoa           VFFLNRAAMKMANMDFVFDRM-------ELLYFADVCAGPGGFSEYVLWRK-------HAKGF-GMTLK------IDGDGDITRPE------GVHFLMADGGFSVEG------ENLQEILSKQLLLCQFLMAL------TGGHFICKTF-DLFTPF-------SVGLIYLLYCCFERVCLFKPITSRPANSERYVVC  
157137547|Aedaeg|Metazoa           GQFMTRAAVKIANVDAIFGWQ-------DLMYFVDVFGGPGGCSEYVLWRN-------NAKGF-GFSTK------ANDEGNIFDPE------GAHLIMCDGGFFV--------NNCQEIISKQLYLCLVLLAV------PGGNAILKVF-DLYTSF-------SVGLVYILTKSYGKVSIVKPASSRPANSERYLVC  
66815279|Dicdis|Amoebozoa          SIFINRAAVKMANIDKLAD-L-------DFIYFGDVCAGPGGFTEYVYWKK-------VVKGF-GFTIK------LDDTGNILKSE------GLQLFLADGGINTDG------ESLQELMLQQLILCQILTMF------RGGNFVCKIF-DTFTPF-------TIGLLYLVYQHFQSFSIVKPFTSRPLNSERYIIC  
123397252|Trivag|Parabasalia       VIFQNRAAMKMANLDAIFNFT-------DYFYFADICAGPGGFTDYLYWRL-------RAKGF-GMTLA------PEGNGNIFNPD------MVQLVTADGGTAVDG------ENAQEQLHKRLVLCQFLTAL------KGGSFLCKTF-DVYTDF-------SVELLYLLAQCFNRFCIIKPYTSRPANSERYVVG  
256070532|Schman|Metazoa           GIFMNRAAMKMANIDSIFNGM-------DILYFADICAGPGGFSEYTLWRR-------SAKGF-GLTLT------AERDGDVTKWS------GVHILMADGGFDVSS------YNLQEVMSKQLYLCQCLCAL------PGGHFLTKLF-DTFTEF-------TIDIIYIMGYLFEEIYIIKPVTSRPANSERFAKH  

71666780|Trycru|Euglenozoa         VSFGNRAGHKLREVMEATGVW-------GAVVFADVCGGPGAFSQALFEMS-------RMRGF-GMTLR------IDGTGDIFNLA------RLKLVVADGGFNVPF------ANYQETLSGRILFGQWLAAL------PGGCFILKLF-DTFSPL-------SRALLYLSTYLYDRVHVVKPRHSRVVNSERYLVC  
71747946|Trybru|Euglenozoa         VAFRNRAGHKLHETMEAVGLW-------GTFTFVDVCGGPGAFSQALFAMG-------RLRGF-GLTLR------IDGTGDVFKLE------NVRLVVADGGFDVPT------VNFQETISCRIVYGQWLSAV------PGGCFVLKLF-DCFSPF-------TRAILFLTTHLYESVQVVKPRHSRVVNSERYLVC  
219127821|Phatri|Stramenopiles     SMFINRSAIKLANIDAVLRFD-------GQFSFVDLCAAPGGFSEYLGKRC-------ECRGY-GMSLL------SDGTGDILKWE------KVDLVVADGGFDAQR------SDHQEAISQKLVVCEIAAGL------KGGKLMVKMF-GFQTEI-------IRSVMEDLAFTFEEIIALKPISSRPASAERYVVF  
170060913|Culqui|Metazoa           GQFMNRAAVKIANVDAAFGWE-------ELMYFVDVFGGPGGCSEYILWRN-------KARGF-GFTTY------ANDDGNLFDPG------GVHLFVCDGGFLLK-------NNCQEVISKQLYLVLVMLAV------PGGNAIIKVF-DLYTPF-------SVGLIFILTRMYARVSILKPCTSRPANSERYVVC  
157877934|Leimaj|Euglenozoa        RNFSNRAGHKLLESMESTGVW-------RDFAFADVCGGPGAFSQALFQAG-------HLHGY-GMTLA------LDGTGDIFKLS------PMFLVVADGGFNVDF------TNYQETISSRIMYGQWLAAL------KGGCFVLKLF-DTFSPL-------SRAVLYLSCCMYRRVHVAKPRHSRVVNSERYLVC  

154346754|Leibra|Euglenozoa        QQFSNRAGHKLLESMESTGVW-------RDFAFADVCGGPGAFSQALFKAG-------HLHGY-GMTLA------LDGTGDIFKLS------PMFLVVADGGFSVDF------ANYQETISSRIMYGQWLAAL------KGGCCVLKLF-DTFSPL-------SRAVVYLSCFLYSRVHVAKPRHSRVVNSERYLVC  
224003169|Thapse|Stramenopiles     SQFINRSAIKLANLDALLGFC-------EYFSFVDLCGAPGGFSEYILYRH-------PCYGF-GMSLS------SDSTGSIYNWE------RVNLVVADGGFDAQR------SNDQESIAHCIIVSQTAAAL------PGGSFVLKMF-GFRENG-------TRRLLRHLYGCFEKMTFVKPTLSRPASAERYLVC  
239886610|Permar|Alveolata         VGISNRAGDKLWEVLDALDVW-------MKIRYVDVCGGPGAFSELVKNLG-------KTIGK-GMSLK------PDGDGNVYSPS------GAHLVMGDGGFEVST------ENYQEVYSARIILSEVLTMV------KGGFLVCKLF-DTFSTI-------TASIIYVTTRLFEKCYIVKPQRSRVVNSERYLVG  
253747795|Giaint|Diplomonadida     KNQLNRASDKLIQLDDAVPFV-------PDLLFADLCSAPGGWSYTLLDRF-------GARGV-AMSLS------VDGTGSVYNPD------PYNLFLADGGFLLEG------EHLQESIVAKLLYSEVVAGL------RSGNMVIKMF-GSCTVL-------TSHLLYLLLTCFRELHIVKPGRSRIVNEEKYLVA  
221504479|Toxgon|Alveolata         KKHLNRAGDKIEEICDALEVH-------SLRVFVDICGGPGAWSLFLLRAT-------SVCGF-GMTLA------ADGTGNVYRAK------HVRLVVADGGFHLAI------ENYQELLCARLLLSELLFAL------EGGNFVCKIF-DTFTHF-------TASLVYIVGRLFEDCAILKPIRSRAANSERYLVG  

158296375|Anogam|Metazoa           NIFINRAAVKMANMDSMFGFM-------DLFYFADVCAGPGGFSEYVLWRK-------YAKGF-GFTLK------PKEDGNVFDPA------GVHLMMADGGFSVEG------ENEQEILSKQLYLCQLIVAL------PDGHFVMKVF-DLFTPF-------SVGLVYLAYRCFREISICKPNSSRPANSERYLVC  
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119579650|Homsap|Metazoa           AELCTQAWCKFHEILCSFPLI-------GKLNSLHLCEAPGAFIASLNHYL-------HWSWV-ANTLN------PDNTGDIMTLK------TVHLVTADGSFDCQG------PGEQEALVSSLHYCEVVTAL------NGGSFVLKMF-TMFEHC-------SINLMYLLNCCFDQVHVFKPATSKAGNSEVYVVC  
50753649|Galgal|Metazoa            AELCTQAWCKFHEMLCSFPLL-------GQLNSVHLCEAPGAFIASLNHYL-------DWNWV-ANTLN------PDNTGDVMSLK------TVHLVTADGSFDCQG------PGEQEALVSPLHYCETVTAL------AGGSFVLKMF-TLFEHC-------STNLLFLLNCCFEEVHVFKPATSKAGNSEAYVIC  
109129238|Macmul|Metazoa           AELCTQAWCKFHEILCSFPLI-------GKLNSLHLCEAPGAFIASLNHYL-------DWSWV-ANTLN------PDNTGDIMTLK------TVHLVTADGSFDCQG------PGEQEALVSSLHYCEVVTAL------NGGSFVLKMF-TMFEHC-------SINLMYLLNCCFDQVHVFKPATSKAGNSEVYVVC  

224064131|Taegut|Metazoa           AELCTQAWCKFHEILCSFSLL-------GELNSVHLCEAPGAFIASLNHFL-------HWNWV-ANTLN------PDNTGDVMTLR------TVHLVTADGSFDCQG------PGEQEALVSPLHYCETVTAL------TGGSFVLKMF-TLFEHC-------SINLLFLLNCSFEEVHVFKPATSKAGNSEAYVVC  
73957412|Canlup|Metazoa            AELCTQAWCKFHEILCSFPLI-------GKLNSLHLCEAPGAFIASLNHYL-------DWSWV-ANTLN------PDNTGDIMTLK------TIHLITADGSFDCQG------PGEQEALVSSLHYCEVVTAL------SGGSFVLKMF-TLFEHC-------SINLMYLLNCSFDQVHVFKPATSKAGNSEVYVVC  
197098086|Ponabe|Metazoa           AELCTQAWCKFHEILCSFPLI-------GKLNSLHLCEAPGAFIASLNHYL-------HWSWV-ANTLN------PDNTGDIMTLK------TVHLVTADGSFDCQG------PGEQEALVSSLHYCEVVTAL------NGGSFVLKMF-TMFEHC-------SINLMYLLNCCLDQVHVFKPATSKAGNSEVYVVC  
195121712|Dromoj|Metazoa           AEFVTVAWCKFFECLHRYPLI-------PELNTLHLCEAPGAFIAALNHYL-------NWHWR-STTLN------RDFTGNLLNVE------GVQLITADGSIDCSA------PDCQEEIVARLLFAEILSAL------PSGNFVIKMF-TLFEAC-------SVSIMFMLNCIFERVHIFKPATSKRGNSEVYVIC  
194208779|Equcab|Metazoa           AELCTQAWCKFHEILWSFPLI-------GKLNTLHLCEAPGAFIASLNHYL-------DWSWV-ANTLN------PDNTGDIMTLQ------TIHLITADGSFDCQG------PGEQEALVSSLHYCEVVTAL------NGGSFVLKMF-TLFEHC-------SINLMYLLNCSFDQVHVFKPATSKAGNSEVYVVC  

126305175|Mondom|Metazoa           AELCTQAWCKFHEVLCSFPLI-------GELNSVHLCEAPGAFIASLNHYL-------DWNWV-ANTLN------PDNTGDIMTLK------TVHLVTADGSFDCQG------PGEQEALVSPLHYCEVVTAL------NGGSFVLKMF-TLFEHC-------SINLMYLLNCSFEEIHVFKPATSKAGNSEVYVVC  
149640714|Ornana|Metazoa           AELCTQAWCKFHEILCSFPLI-------GELNSVHLCEAPGAFIASLNHYL-------DWNWV-ANTLN------PENTGDVMTLK------TVHLVTADGSFDCQG------PGEQEALVSPLHYCEVVTAL------SGGSLVLKMF-TLFEHC-------SVNLLYLLNCSFEEVHVFKPGTSKAGNSEVYVVC  
119910252|Bostau|Metazoa           AELCTQAWCKFHEILCSFPLI-------GKLNSLHLCEAPGAFIASLNHYL-------DWNWV-ANTLN------PDNTGDIMTLK------TIHLITADGSFDCQG------PGEQEALVSCLHYCEAVTAL------NGGSFVLKMF-TLFEHC-------SINLMYLLNCSFDQVHIFKPATSKAGNSEVYVVC  
157818599|Ratnor|Metazoa           AELCTQAWCKFQEILCSFPLI-------GRLNSLHLCEAPGAFIASLNHYL-------EWSWV-ANSLN------PDNTGDIMTLK------PIHLVTADGSFDCQG------PGEQEALVSPLHYCEAVTAL------DGGSFVLKMF-TLFEHC-------SVNLMYLLNCSFDQVHVFKPATSKAGNSEVYVVC  
47087401|Danrer|Metazoa            AELCTQAWAKFYEILGTFQLL-------GELNSIHLCEAPGAFISALNHFL-------DWNWI-ANTLN------SDNTGDIMLQK------SVDLVTADGSFDCQG------PGEQERLVAPLQHCEAICAL------TGGSFVLKMF-TLFEHS-------SVCLLYLLACCFRSVNIFKPGTSKSGNSELYIVC  

195029559|Drogri|Metazoa           AEFVTVAWCKFFECLHRYPLV-------PQLNTLHLCEAPGAFIAALNHYL-------KWRWR-STTLN------KDLTGNLLNVD------EVHLITADGSIDCSA------PDCQEELVARLFVAEIISAL------DGGNFVIKMF-TLFEAC-------SVSLIYLLNCIFRAVHIYKPATSKRGNSEVYVIC  
31981920|Musmus|Metazoa            AELCTQAWCKFQEILCSFPLI-------GRLNSLHLCEAPGAFIASLNHYL-------EWSWV-ANSLN------PDNTGDIMTLK------PIHLVTADGSFDCQG------PGEQEALVSSLHYCEAVTAL------DGGSFVLKMF-TLFEHC-------SVNLMYLLNCSFDQVHVFKPATSKAGNSEVYVVC  
158294159|Anogam|Metazoa           AEFVTQAFAKLYECVSAYELI-------QELYSVHLCEAPGAFVTGLNHYI-------KWAWF-ACTLN------ADGTGDIMVRE------TVHLVTADGSIDCLN------PEEQEERVAKLHLAETVLAL------PGQHFVLKMF-TLFEHS-------SVSLLFLLNHCFDELHVFKPCTSKPGNSEVYIVA  
195436461|Drowil|Metazoa           AEFVTVAWCKFFEVLHRYPVV-------PKLNTVHLCEAPGAFIAALNHYL-------KWNWR-STTLN------EDLTGNLINVS------EVDLITADGSIDCAQ------PESQEEIVQRLFSAEIITAL------KGGTFVIKMF-TLFEAC-------SVSLLYLLNCVFENVNLYKPATSKRGNSEVYVIC  
195383788|Drovir|Metazoa           AEFVTVAWCKIFECLHRFPLV-------PELNSLHLCEAPGAFVAALNHYL-------KWCWR-STTLN------KDFTGNLLDVA------GVQLITADGSIDCSA------PDCQEEIVARLLFAEILSAL------ACGNFVIKMF-TLFEAC-------SVSVMYMLNCVFQRVHIYKPATSKRGNSEVYVIC  

195153363|Droper|Metazoa           AEFVTVAWCKFFECLHRYPLV-------PVVNTLHLCEAPGAFIAALNHYL-------KWRWR-STTLN------KDLTGNLINLS------GVDLITADGSIDCAA------PDCQEEIVVRLFFAETICAL------TGGKFVVKMF-TLFEAC-------SVSLLYMLNCIFEQVHIYKPATSKRGNSEVYVIC  
125811195|Dropse|Metazoa           AEFVTVAWCKFFECLHRYPLV-------PVVNTLHLCEAPGAFIAALNHYL-------KWRWR-STTLN------KDLTGNLINLS------GVDLITADGSIDCAA------PDCQEEIVVRLFFAETICAL------TGGKFVVKMF-TLFEAC-------SVSLLYMLNCIFEQVHIYKPATSKRGNSEVYVIC  
157114165|Aedaeg|Metazoa           AEFVTQAFAKLYECVATYELV-------REFYSVHLCEAPGAFITGLNHYL-------KWRWF-ANTLN------ADYTGDIMRKE------MINLVTADGSIDCLD------PEAQEEHVSKLHLAEAVTAL------TDGCFILKMF-TFFEHS-------SVDLLYLLYVCFRELHVFKPATSKPGNSEVYVIA  
17137638|Dromel|Metazoa            AEFVTVAWCKLFECLHRYPLV-------PAVNSMHLCEAPGAFIASLNHYL-------KWRWR-STTLN------KDLTGNLLDVA------QVDLVTADGSIDCAA------PDCQEEIVVRLFFAEVLSAL------SGGNFLVKMF-TLFEAC-------SVSLLYTLNCIFEEVHIFKPATSKRGNSEVYVIC  
241999224|Ixosca|Metazoa           PALLTQAWCKFYELLHEFQLA-------DPLRSFHLCEAPGAFVTALQHYL-------TWTWY-ANSLN------QDQTGDVMSPE------KFHLVTADGSVDCQD------PAEQESTVAALHGAEIAAAF------DGGHFVLKMF-TFFESF-------SVSLLYLLNCLFEKVTVKKPACSKPGNSEVYVVC  

194755743|Droana|Metazoa           AEFVTVAWCKFFECLHRYPLI-------PVINTLHLCEAPGAFIASLNHYL-------QWRWR-STTLN------KDLTGNLLNVT------KVDLITADGSIDCAA------PDCQEEIVVRLFFAEVFSAL------PGGNFVVKMF-TLFEAC-------SVSLLYMLNCIFHQVHIFKPATSKRGNSEVYVIC  
170052241|Culqui|Metazoa           AEFVTQAFAKLYECVAAYELV-------TEFYSVHLCEAPGAFITGLNHYL-------RWQWF-ANTLN------EDCTGDIMKRE------VSNLVTADGSIDCLD------PESQEEHVAPLHLAEAVTAL------RGGSFILKMF-TMFEHT-------SVDLLYLLYVCFDELNVFKPCTSKPGNSEVYVIA  
198416583|Cioint|Metazoa           PELSTQAWCKFHELLSYGNVI-------DTLCSVHLCEAPGGFIASLNHHL-------KHKWV-GNTLN------QDNTGDVFKPE------TIGLVTADGSLNCAD------PGEQETVVAPLHHVEMLDAL------SGGTFVMKMF-TLFEVH-------SASIMYLLCCLFEEVSVIKPATSKAGNSEVYVVC  
193662179|Acypis|Metazoa           PDFLTQAWCKFYEIACSSDLV-------TSFTSVHLCEAPGAFIAALNHFL-------RLDWL-AMTLN------PDYTGDIFQPG------GAWLVTADGSIDCSD------PGEQETVVSRLHDHETMVAL------DNGSLVLKAF-TMFECN-------SICRMFLLCCLFRSVVLKKPATSKPGNSEVYVVC  
195584389|Drosim|Metazoa           AEFVTVAWCKLFECLHRYPLV-------PAVNSMHLCEAPGAFIASLNHYL-------KWRWR-STTLN------KDLTGNLLDVA------QVDLVTADGSIDCAA------PDCQEEIVVRLFFAEVLSAL------SGGNFLVKMF-TLFEAC-------SVSLLYTLNCIFEEVHIFKPATSKRGNSEVYVIC  

195335398|Drosec|Metazoa           AEFVTVAWCKLFECLHRYPLV-------PAVHSMHLCEAPGAFIASLNHYL-------KWRWR-STTLN------KDLTGNLLDVA------QVDLVTADGSIDCAA------PDCQEEIVVRLFFAEVLSAL------SGGNFLVKMF-TLFEAC-------SVSLLYTLNCIFEEVHIFKPATSKRGNSEVYVIC  
156394270|Nemvec|Metazoa           AEMCTQAFAKLYEVLASYNVV-------KKLYGVHLCEAPGAFVAATNHYL-------EWVWL-GATLN------ADGTGDLMQLE------KVHLVTADGSIDCSD------PEEQENAVSQLIFCEAVTAL------TGGCYVFKMF-TTLEHH-------MVCLMYLMCCLFEEVHVIKPGTSKGGNSEVYITC  
195487715|Droyak|Metazoa           AEFVTVAWCKLFECLHRYPLV-------PAVNSLHLCEAPGAFIASLNHYL-------KWRWR-STTLN------KDLTGNLLDVA------QVDLVTADGSIDCAA------PDCQEEIVVRLFFAEVLSAL------SGGSFLVKMF-TLFEAC-------SVSLLYTLNCIFEEVHIFKPATSKRGNSEVYVIC  
242014593|Pedhum|Metazoa           PEFVTQAWLKFYEICCCYDFV-------YYLNSVHLCEAPGAFITSLNHYL-------KWDWI-STTLN------EDNTGNLMDLN------PVLMVTADGSIDCQN------PGEQESIVSCLVYCEIVCAL------KGGNFVVKMF-TMYEEQ-------TICLMYLLVCSFEYVHVFKPASSKEGNSENYVIC  
194880879|Droere|Metazoa           AEFVTVAWCKLFECLHRYPLV-------PAVNTLHLCEAPGAFIASLNHYL-------KWRWR-STTLN------KDLTGNLLDVA------QVDLVTADGSIDCAA------PDCQEEIVVRLFFAEVLSAL------GGGSFLLKMF-TLFEAC-------SVSLLYTLNCIFEEVHIFKPATSKRGNSEVYVIC  

110755491|Apimel|Metazoa           PELLTQAWCKFYEIVSSFPLI-------KCFKSVHLCEAPGAFITSLNHWL-------KWDWL-AMTLN------EDNTGNLMNLK------NIFLITADGSIDCTD------PAEQESVLIHLHFCETITAL------TGGSFLLKIF-TIFECN-------TICLIYLLSCCFSNVSVIKPATSKEGNSETYVVC  
193582624|Acypis|Metazoa           PELLTGAWLKFFELLNDYELI-------GKLCSVHLCEAPGGFISALNHYI-------EWDWV-GVSLN------KDHTGDIFQKN------EAHVVTADGSMDCQN------PDEQENVVMRLQIVETMVAL------KGGSFVVKMF-TMFECN-------TLCRLYLLSCAFDSVKIKKPVTSKQGNSEVYVVC  
91092006|Tricas|Metazoa            PELVTQAWCKFYECLCSFNVI-------SRFTSFHLCEAPGAFISALNHYI-------QWTWG-ANTLN------SDFTGNVTKYC------KVWLVTADGSIDCSS------PGNQESHVEFLHYCETLTAL------PGGSFVLKIF-TMFEHS-------TICLLYLLNVCFGKVSLFKPGSSKSGNSEVYVIC  
156548314|Nasvit|Metazoa           PEFVTQAWCKFHEIVSKFSLV-------NKLLSLHLCEAPGAFITCLNHWL-------HWNWL-AMTFN------KDNTGNLMTIE------KVNLITADGSVNCIS------PGEQEGIVTSLHFSEVLAAM------AGGNLLIKIF-TVFEHQ-------SICLIYFLSCVFKNIMFYKPVTSKEGNSETYMIC  
195999168|Triadh|Metazoa           PELCTQAWAKFYEILHRCNID-------IPLSSLHLCEGPGAFMTSFNHYL-------PWQWL-AMTLN------RDNSGNILHRH------SIRLVTADGSIDCSD------PGQQEAIVSPILYCETLTAL------KDGVYVLKMF-TSFQHR-------SICLIYLLLNVFQEVKAIKPSCSKSGNSEVYIIC  

25144487|Caeele|Metazoa            FICKNKAFLKLCEIFEVFKFD-------SSISSFHLCEGPGYFIEAVHVAL-------YWKWG-ANTLN------PSDDGDIEKFT------TFDLVTADGSTNTQG------EGEIESIVSSLISAEVEVAL------RNGRLILKTY-RFCAKS-------TRDVMNLLADNFSSIKAIKPMASRPGSSERYIVC  
157776902|Caebri|Metazoa           FICKNKAFLKMLEILESGFLN-------DNLNSFHLCEGPGYFLDAIYVHR-------EWHWG-ANTLN------PSDDGDVAKLT------TFDLVTADGSTNTQG------EGQIEEIVGPLIRAEVNAAL------PGGSLILKTY-RFCEKQ-------IQDVMFLLADNFSEIRVVKPMASRPGSSERYLIC  
170586496|Brumal|Metazoa           TEYSTQAFFKFYEILVRFSHL----------DSFHLCESPGAFISALNVYL-------SWQWNANLSLN------PDNSGDILKWT------KFSLITADGSVYCQD------PAEQERIIFPLLQKEIDISL------TNGTFIVKMY-TAFLND-------TVTLLNRLLMCFHEVHVIKPSCSKPGNSEVYLLC  
219459199|Braflo|Metazoa           PQLCTQAWCKFHEIVSTFPLV-------GVFNSVHVCEAPGAFITSLNHFL-------EWNWV-GNSLN------ADNTGDIMSTE------YCEVVTADGSIDCQK------PGEQESIVSQLHYCEVVSAL------EGGALVVKKF-TMLEPS-------SACLMYLLNCAFQEVHVFKPVTSKSGNSEVYVVC  
221123226|Hydmag|Metazoa           AEFVTQAWAKFYTILGTFDLF-------TVANSVHLCEAPGAFISSLNHYL-------KFNWI-GTTLN------KDFSGNIMCAS------SIDIVTADGSIDCSD------PAEQEIVVAPLLLWETVTAL------IKGNFVLKIF-TTFENF-------TICLLYFLCKCFESVTLSKPGPSKSGNSEVYVVC  

167518245|Monbre|Choanoflagellida  VELPTIAWCKMYEILARYKLL-------MPFATVHVCEAPGAFVAALNHYL-------KWNWT-GLTLN------HDNTGNMMHAP------RVELVTGDGAFDTSA------PAEQEMLTAQLHYCEAVAAL------PGGTLVLKMF-TFFERC-------SAALVYLLGGLFETMDICKPATSKAANSETYIVA  
159487565|Chlrei|Viridiplantae     VELATVAWAKMYEMIVRNDLL-------RPCVTVHLCEAPGGFVAATNHFL-------AWDWL-AVSLN------ADDSGDIRRPH------GAMLVTADGAIDTSM------PAAQELVNASLHFTEIVAAL------PGGALVWKGF-TLFEHT-------SLCTLHLVGCLFESVSVCKPCTSKPCNSEVYVVG  
209879978|Crymur|Alveolata         IELPTTGWCKLYEILSFFRWY-------NEYRSMHLCECPGGFISALNHYI-------LWEWK-ANSLN------IDDSGDITNCD------LADLVTADGSIDTQY------PNEQEQLTSCIQYCEVVCGL------KHGSLIVKCF-NIFHHT-------TISLLALLYYCFNQVHIVKPVMSKGGNSEVYIVA  
239870608|Permar|Alveolata         AELCTNAWCKMMEMLEAMPLV-------IYIGTMHLCECPGGFISATNHHL-------NWQWM-AITLN------VDDSGNIMAYR------VCDIVTADGSVDSQF------ANNQERITTRLHFSELVAAL------TGGSLVLKMF-TLFEPS-------SKAIIWLVRAMFDRCIVCKPEMSKPGNSEVYVVG  
156082982|Babbov|Alveolata         AELVTNAWVKLYEILEFYKVV-------GTINSFHLSECPGGFIAALNHAI-------NLSWQ-ATSLN------SDESGNINKTA------LVDIVTADGSFCCQA------PNNQETLTAPLKLSEVVCAL------VGAIFILKMF-TLFEES-------SLSIFTILKMCFKTVEVYKPHLSKSNGSEVYVVC  

221502672|Toxgon|Alveolata         PELVINSWAKLYEILAQTPAL-------PCIKSVHLCECPGGFIAATNHFI-------GHLWR-AVSLS------YDETGDIVKKR------LADLVTADGSFDVQF------PHLQEELTAPLVFAEVVCML------IRGTGIVKMY-GLLSHQ-------SISILAILSMCFNHVVLAKPSMSRPGNSELYAVC  
239899696|Permar|Alveolata         LPLVNNAWAKFYEVLVAYGPR-------KSLRTMHLCECPGGFVAALNVYL-------KWQWL-GASLN------PDGSGNILQPS------KCHVVTADGSMDVQY------PNKQESLCLPIIFRELLLAI------PGGTFVMKAY-SLLDDA-------TVAALSLAAFMFDTIEVVKPVASKEANSETYWVC  
66362924|Crypar|Alveolata          VELATTGWCKLYEILHYFRWH-------AEYHSMHLCECPGGFISALNHYI-------HWEWK-ANSLN------ADDSGDITKVC------LADLVTADGSLDIQY------PNEQEKLTSSIQYCETVCAL------KHGSFIIKCF-NILHHT-------TISIIALLCYCFQNVHIVKPIMSKGGSGEIYIVA  
71027093|Thepar|Alveolata          VELVTNAWLKFYEILEVYKLV-------GTLTSVHISECPGAFIASLNHNL-------ELKWF-ATSLN------YDNSGNITKSC------LADLATADGSFNCQF------PNNQELLTSPLKFADVVCAL------VGGCFIIKMF-NLFEEP-------SMSIIALLSLCFKRLEVYKPFLSREANSEVYVIC  
85000303|Theann|Alveolata          VELVTNAWLKFYEILEVYKLV-------GTLTSFHISECPGAFIASLNHNL-------ELKWY-ATSLN------YDNSGNITKSC------LADLATADGSFNCQF------PNNQELLTSPLKFAEVVCAL------VGGCFIIKMF-NLFEEP-------SMSIIALLSLCFKRLEVYKPFLSREANSEVYVIC  

68074343|Plaber|Alveolata          DEIECEDWLYFYELLKERKVL-------ISLNSFHLDEQAN-FISCLNYYI-------HHNWM-GMSIN------INNSGNILHLE------LFHLITANCVKNNDM------INVNIEIERVLCISQLVCAL------IGGYFIMKIK-LSFDNF-------LLSVFSILSICFKKLEVYRPSCCYLRNI-IFVIG  
124505747|Plafal|Alveolata         DEIECVDWLYFYELLKERKIL-------TSLNSFHINEEAN-FISCINYYL-------QHNWM-GMSLN------INNTGNILHLE------LFHLITCDCLKIKDI------IEESIHIERILCISQLVCSL------IGGCFIMKIK-LSFDNF-------LLSIFSILSICFKKVDVYRPSCCYLQNV-IFLIG  
221052352|Plakno|Alveolata         DEVECEDWIYFYELLKERKIV-------FILNSFHFDEQAN-FISCLNYYL-------IHNWM-GMSVN------LNNSGSIIHPE------LFRLITANSINTDDV------MEENNHTARITSISQLVCAL------IGGCFIIKMK-LSFDNF-------LLSIFSILGICFKKLEVYRPSCCHLRNV-VFLVG  
156095075|Plaviv|Alveolata         DEVECEDWIYFYELLKERRIV-------VTLNSFHFDEEAN-FISCLNYYL-------VHSWM-GMSVN------LNNSGRIIHPE------LFQLITANSVSADDV------EEQNSHVSKIGSISQLVCAL------VGGCFIMKMK-LSFDNF-------LLSIFSILAICFKNLEVYRPSCCHLRNV-VFLVG  
229892013|Afrswi|dsDNA|Viruses     AQIVTNAWLKMYELLNTMNF--------NTSQAFCNCELPGGFISAINHFN-------TFNWV-ASSLY------DYNNGDVTIAS------PIHLYTADGGINVGH------YNKQEELNLKLHFGQALTGL------KGGNMILKHY-TLNHAF-------TLSLICVFSHFFEELYITKPTSSRPTNSETYIVG  

55819381|Acapol|dsDNA|Viruses      GEMITTAWIKLYEILNEFPDI-------ESVKSFHLCEAPGAFVSATHHYM-------ELDWY-AQTLN------NNNTGDITSSE------NIDFMTGDAGIYCRP------LNEQETVMAKINMGQIVCIL------KGRSAVFKTFLPLTEPL-------NISLLNLLSSIFEELIFYKPGASNGSNSEIYIVL  
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9627812|Autcal|dsDNAvirus          PTRRPRCWRKLSEIDKKFHV--------HVDTFLDLCGGPGEFANYTMSLN-------LCKAY-GVTLT------PDKSGDVFDKN------ACDLVLADGSVDVNG------ENEQERLNFDLIMCETQLIL------PGGNCVLKVF-DAFEHE-------TIQMLNKFVNHFEKWVLYKPPSSRPANSERYLIC  
125860210|Spofru|dsDNAvirus        VRIRNRCYLKIKDIDEKYNV--------NVETFLDLCGGPGQFAKYVFDVN-------ECSGY-GVTLR------CFDTGDIFDAN------KCDLVVADGAFDVKG------ENNQESLSYPLIAKECMIIL------TGGNCVLKIF-DTFESS-------TISLLQEFISHFDEHYLYKPLASRAANAEKYLVC  

22788745|Helzea|dsDNAvirus         QSCINRCFFKLAEMDQLSNFR-------DAGLFMDLCAGPGGFTEYLTYKN--------WSNF-GIVLQ---------TVDLLNAH------KVDLVVADGSIDCRG------ENLQEPLNYDLIRAQVDVAF------VGGNFVLKTF-DAFTNQ-------MLNLYYEIYSHFEEFTVVKPNTSRPANAERYIVA  
22549506|Mamcon|dsDNAvirus         ---PRRCYYKLKEIDEKFNV--------DVDTFVDLCGGPGQFAKYVFMMN-------DCVGY-GVSLR------CFDSGDIFDAN------QCNLVVADGAFDVSG------ENDQETLTLSLLRKECYIIL------TGGNCVLKIF-DTFNRA-------TISLLQSFIANFNEFYFYKPTHSRAANSEKYLVC  
215401335|Helarm|dsDNAvirus        ---PRRCYYKLKEIDEKFNV--------DVDTFVDLCGGPGQFAKYLFTMN-------DCVGY-GVSLR------CFDSGDIFDAN------QCNLVVADGAFDVSG------ENDQETLTLSLLRKECYIIL------TGGNCVLKIF-DTFNRA-------TISLLQSFIANFNEFYFYKPSHSRAANSEKYLVC  
159107412|Gialam|Diplomonadida     KNQLNRASDKLIQLDDAVPFV-------PDLLFADLCSAPGGWSYTILERF-------RARGV-AMSLS------VDGTGSVYNPD------PYALFLADGGFLIEG------EHLQESIVAKLLYSEVVAGL------HSGNMVVKMF-GSCTVL-------TSHLLYLLLVCFQDLHTVKPGRSRIVNEEKYIVA  
90592813|Agrseg|dsDNAvirus         GRVRDRCFHKLKNIDDKFGI--------DVGVFLDLCGGPGQFAKYIFSVN-------DCVGY-GVTLR------CFDTGDIFDAN------KCDLVVADGAFDVRG------ENDQETLSLSLLRKECSVIV------VGGNCVLKVF-DTFNCS-------TISLLENFVSHFTKHYLYKPSHSRAANSEKYLVC  

209170985|Agrips|dsDNAvirus        RRVRDRCYFKIKEIDDKFTV--------NINVFLDLCGGPGQFAKYVFNVN-------DCLGF-GVTLR------CFDTGDIFDAN------KCDLVLADGAFDVAG------ENDQETLSLSLIRKECSVIL------VGGSCVVKIF-DTFNNS-------TISLLRNFVGHFEQHHLYKPPHSRAANSEKYLVC  
119964587|Marvit|dsDNAvirus        PTRKPRCWRKLSEIDKKFNV--------HVDTFLDLCGGPGEFANYTMSLN-------LCKAY-GVTLT------PDKSGDVFDKN------TCDLVLADGSVDVNG------ENEQERLNFDLIMCETQIIL------TGGNCVLKVF-DAFQRE-------TIQMLNKFINHFEKWVLYKPPSSRPANSERYLIC  
18138392|Helzea|dsDNAvirus         SHRHRRCWHKMKEIDERFNL--------NVRLYVDLCGGPGQFANYISNNS-------NSQGY-GVTLR------DANTGDIFEED------RCDLVVADGGIDVYG------ENDQELIMLPLIAKQCEIIL------VGGNSVLKIF-DTFARN-------TFVVLESFISNFSEFYVFKPVSSRPANAERYLVC  
209401119|Helarm|dsDNAvirus        SHRHRRCWHKMKEIDERFNL--------NVRLYVDLCGGPGQFANYISNNS-------NSQGY-GVTLR------DANTGDIFEED------RCDLVVADGGIDVYG------ENDQELIMLPLIAKQCEIIL------VGGNSVLKIF-DTFARN-------TFVVLESFISNFSEFYVFKPVSSRPANAERYLVC  
23577881|Racou|dsDNAvirus          PTRKPRCWRKLSEIDKKFHV--------HVNTFLDLCGGPGEFANYTMSLN-------FCKAY-GVTLT------PDKSGDVFDKN------ACDLVLADGSVDVNG------ENEQERLNFDLIMCETQLIL------PGGNCVLKVF-DAFEHE-------TIQMLNKFVNHFEKWILYKPPSSRPANSERYLIC  

215401486|Spolit|dsDNAvirus        RHVRNRCYLKMRDIDEKFQL--------NVDVFLDLCGGPGQFAKYIFDVN-------DCLGY-GATLR------CFDTGDIFDAN------KCDLVVADGAFDVRG------ENNQETLSFNLIRKECSIIV------AGGNCVLKIF-DTFERS-------TISLLEDFVSHFTEHTVYKPPHSRAANSEKYLVC  
209978826|Adoora|dsDNAvirus        KVVRDRCYHKLHEIDKKYFV--------SVNTFIDLCGGPGQFAKYIFDSN-------ECRGY-GVTLN------HDNSGNIFDTS------AVDLIVADGAVDVSG------ENHQETINFLIISEECKIIL------VNGNCVIKVF-DTFNDE-------TVCLLENFATHFENSYIFKPSSSRAANSERYLVC  
9634310|Spoexi|dsDNAvirus          QHVRNRCYFKMRDIDDKFQL--------NVNVFLDLCGGPGQFAKYIFDTN-------DCLGY-GVTLR------CFDTGNIFDAN------KCDLVVADGAFDVSG------ENDQESLSYNLIRKECSIIV------AGGNCVLKIF-DTFERS-------TISLLQDFVSHFNEFAIYKPAHSRAANSEKYLVC  
146229746|Antper|dsDNAvirus        PADRPRCWRKLAEIDRQFGV--------GVNTALDLCGGPGEFAAYTLARN-------LCRMF-GVTLA------PDGTGDVLDKN------ACDLVLADGAVDADG------EDAQERLNAPLILRETQLAL------PGGHCVLKVF-DAFHDE-------TLRALERFVGHFARWRLVKPPSSRPANSERYLVC  
15320719|Epipos|dsDNAvirus         LERKPRCWRKLAEIDKHFKV--------NVNTALDLCGGPGEFAAYTMARN-------LCRVF-GVTLI------PDGTGDVLDKN------ACDLVLADGAVDAAG------ENEQETINRALILRETQLAL------VGGNCVLKVF-DAFHNE-------TLDVLERFARHFARWRLFKPPSSRPANSERYLVC  

30387297|Chofum|dsDNAvirus         TERRPRCWRKLAEIDKRFNV--------GVNTALDLCGGPGEFAAYTLWRS-------LCRVF-GVTLT------PDGTGDVLDKN------ACELVLADGAVDSTG------EDEQERLNAPLILRETQLAL------PGGNCVLKVF-DAFYGE-------TLRTLQQFARHFASWRLMKPPSSRPSNSERYLVC  
113195465|Clabil|dsDNAvirus        RTVRNRCYHKLREIDQQFNV--------NVNLFLDLCGGPGQFAKYVIDNN-------GCKGF-GTTLR------KHNSGNIFEES------LCDLVMADGAVDVSG------ENEQEQIMLPLLKREIEICL------PGGACVLKIF-DTYQED-------TVALLEYFVSHFSEHTVFKPKSSRAANSEKYLVC  
86355601|Hypcun|dsDNAvirus         TNQRPRCWRKLAEIDKQFGV--------GVATVLDLCGGPGEFASYILAHN-------MCRVF-GVTLA------PDATGDVFNKN------ACDLVLADGAVDSQG------ENDQEQLNAPLMLRETQLAL------LGGNCVLKVF-DAFQHE-------TLRVLQQFVCHFASWRLVKPPSSRPSNSERYLVC  
15617533|Spolit|dsDNAvirus         IVSGQRCFYKLKQINDKFKV--------DIRTYLDLCGGPGQFVRYLNAVN-------SVLGF-GVTLR------GNGSGDIMSES------RCDFVCADGAFDVTG------ENRQEFLTLPLIRRECELIL------VGGNCVVKVF-DTFESD-------TRNVLGDFVKNFEEYHVFKPESSRVCNSERYLVC  
37651383|Chofum|dsDNAvirus         VTRRPRCWRKLAEIDKQFKV--------GVNTALDLCGGPGEFAAYTMSCN-------SCRVY-GVTLA------PDATGDVLDKN------ACDLVLADGAVDVTG------ENDQERLNAPLIMRETQLAL------PGGNCIIKVF-DAFDDE-------TINMLANFVRHFARWRLVKPPSSRPSNSERYLVC  

116326137|Antgem|dsDNAvirus        LTRRPRCWRKLAEIDKQFKV--------NVNTALDLCGGPGEFADYIMSCN-------SCRLY-GVTLA------PDATGDVLDKN------ACDLVLADGAVDVTG------ENDQERLNAPLIMRETQLAL------PGGNCVIKVF-DAFDDE-------TLNMLANFVCHFARWRLVKPPSSRPSNSERYLVC  
237643608|Bomman|dsDNAvirus        PTRRPRCWRKLLEIDKKFHV--------HVDTFLDLCGGPGEFANYTMSLN-------LCKAY-GVTLT------PDKSGDVFDKN------ACDLVLADGSVDVNG------ENEQERLNFDLIMCETQLIL------PGGNCVLKVF-DAFEHK-------TIQMLNRFVNHFEKWVLYKPPSSRPANSERYLIC  
9630876|Bommor|dsDNAvirus          PTRRPRCWRKLLEIDKKFHV--------HVDTFLDLCGGPGEFANYTMSLN-------LCKAY-GVTLT------PDKSGDVFDKN------ACDLVLADGSVDVNG------ENEQERLNFDLIMCETQLIL------PGGNCVLKVF-DAFEHK-------TIQMLNKFVNHFEKWVLYKPPSSRPANSERYLIC  
29567139|Adohon|dsDNAvirus         KVVRDRCYHKLHEIDKKYFV--------HVKTFIDLCGGPGQFAKYIFDSN-------ECRGY-GVTLN------HDNSGNIFDTS------TVDLIVADGAVDVSG------ENHQETINFLIINEECKIIL------VNGNCVVKVF-DTFNDE-------TVCLLERFVTHFENSYIFKPSSSRAANSERYLVC  

 

Flaviviruses cap0/1 MTase 
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130430|Denvir|Flaviviridae        HHAVSRGSAKLRWFVERNLVT-------PEGKVVDLGCGRGGWSYYCGGLK-------VREVK-GLTKG------LQSGVDVFFVP------KCDTLLCDIGESSPN------PTVEAGRTLRVLNLVENWLN------NNTQFCVKVL-NPYMPS-------VIERMETLQRKYG-GALVRNPLSRNSTHEMYWVS  

119390883|Denvir|Flaviviridae     KHAVSRGSSKIRWIVERGMVK-------PKGKVVDLGCGRGGWSYYMATLK-------VTEVK-GYTKG------LHSGVDVFYKP------QVDTLLCDIGESSSN------PTIEEGRTLRVLKMVEPWLS------SKPEFCIKVL-NPYMPT-------VIEELEKLQRKHG-GSLIRCPLSRNSTHEMYWVS  
119364636|Denvir|Flaviviridae     KHAVSRGTAKLRWFVERNLVK-------PEGKVIDLGCGRGGWSYYCAGLK-------VTEVK-GYTKG------LHSGKDVFFMP------KCDTLLCDIGESSPN------PTIEEGRTLRVLKMVEPWLR-------GNQFCIKIL-NPYMPS-------VVETLEQMQRKHG-GMLVRNPLSRNSTHEMYWVS  
81988680|Denvir|Flaviviridae      HHAVSRGSAKLQWFVERNMVV-------PEGRVIDLGCGRGGWSYYCAGLK-------VTEVR-GYTKG------LMSGKDVFYLP------KCDTLLCDIGESSPS------PTVEESRTIRVLKMVEPWLK-------NNQFCIKVL-NPYMPT-------VIEHLERLQRKHG-GMLVRNPLSRNSTHEMYWIS  
82021582|Yelfev|Flaviviridae      GVAVSRGTAKLRWFHERGYVK-------LEGRVIDLGCGRGGWCYYAAAQK-------VSGVK-GFTLG------FKDKTDIHRLE------KCDTLLCDIGESSSS------SVTEGERTVRVLDTVEKWLA------GVDNFCVKVL-APYMPD-------VLEKLELLQRRFG-GTVIRNPLSRNSTHEMYYVS  
130494|Kunvir|Flaviviridae        GHPVSRGTAKLRWLVERRFLE-------PVGKVIDLGCGRGGWCYYMATQK-------VQEVR-GYTKG------MKSGVDVFYRP------CCDTLLCDIGESSSS------AEVEEHRTLRVLEMVEDWLH------GPKEFCVKVL-CPYMPK-------VIEKMELLQRRYG-GGLVRNPLSRNSTHEMYWVS  

37999909|Wesnil|Flaviviridae      GHPVSRGTAKLRWLVERRFLE-------PVGKVVDLGCGRGGWCYYMATQK-------VQEVK-GYTKG------MKSGVDVFYRP------ASDTLLCDIGESSSS------AEVEEHRTVRVLEMVEDWLH------GPKEFCIKVL-CPYMPK-------VIEKMETLQRRYG-GGLIRNPLSRNSTHEMYWVS  
56757564|Murval|Flaviviridae      GHPVSRGTAKLRWLVERRFVQ-------PIGKVVDLGCGRGGWSYYAATMK-------VQEVR-GYTKG------MKSGVDVFYKP------ISDTLLCDIGESSPS------AEIEEQRTLRILEMVSDWLS------GPKEFCIKIL-CPYMPK-------VIEKLESLQRRFG-GGLVRVPLSRNSNHEMYWVS  
130490|Japenc|Flaviviridae        GHPVSRGSAKLRWLVEKGFVS-------PIGKVIDLGCGRGGWSYYAATLK-------VQEVR-GYTKG------LKSGVDVFYKP------PSDTLFCDIGESSPS------PEVEEQRTLRVLEMTSDWLH------GPREFCIKVL-CPYMPK-------VIEKMEVLQRRFG-GGLVRLPLSRNSNHEMYWVS  

 

Poxviruses cap1 MTase/Trypanosomes cap2 MTase, cap3(& possibly cap4) MTase 
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157838205|Vacvir|Poxviridae        KKLPYQGQLKLLLGELFFLSK-------DGATVVYIGSAPGTHIRYLRDHF-------IIKWM-LIDGR------VTLVTRFVDEE------SKIILISDVRSKRGG------NEPSTADLLSNYALQNVMIS------NPVASSLKWR-CPFPDQ-------WIKDFYIPH-----GNKMLQPFAPSYSAEMRLLS  

3510487|Helarm|Poxviridae          FNFRKPGQIKLLINEIRFLTE-------KIINILYIGSGKGYHIPLLMEIY-------NIIWH-LYDPN------VNIYNQIFDKK------QNLLFISDIRTIDDD------IEPNTKNLIHDYDIQNYVLK------KPI-ALIKQR-DPFPND-------ESYEMYIPD-----GKEYVQCFQKHDSAEYRIFV  
115531760|Crovir|Poxviridae        RRFRSQGQLKLLLGELYFLDQ-------GSPTVVYIGSAPGTHIRYLRDHF-------ELRWV-LIDGR------VELVTRFVNEA------RAVVLISDIRAVRD-------GEPRTEDMLEDYRLQNKMVE------KPVAFSLKWR-CPFPDQ-------WTKDFVVIK-----GAEFLQPFRPSYSTEMRLLS  
38229230|Yabmon|Poxviridae         KKFPFQGQLKLLLGELFFLSK-------DGSTVLYIGSAPGTHIRYLRDHF-------VIKWM-LIDGR------VSLITRFVDES------SKIILISDIRSKRGG------NEPSTEDLLSNYALQNIMVS------QPVASSLKWR-CPFPDQ-------WLRDFYVPY-----GNEMLQPFAPLYSAELRLIT  
51317193|Dialon|Poxviridae         KPFPKQGQLKLLLNEIRFFSE-------VNYTVLYIGSSPGLHIPFLIQLY-------KIKWW-FYDPK------INLIENYFTKD------RDLIFISDIRSSEDN------SEPTTTNLLFDYKLQNEILL------QPLFAHLKFR-VPFPDD-------EGTVLQVPD-----GEEQLQAFAPSSSAEYRIFC  
9964374|Amsmoo|Poxviridae          FDFKRQGQIKLLMNEIRFLTE-------ENINILYIGSGKGYHIPLLINMY-------KIQWD-LYDPC------IKIYDTYFNKS------DNLLFITDIRTVDNP------DEPNTKNLINDYELQNYILK------KPI-SLVKQR-DPFPND-------DSYKLSIPD-----GKEYIQCFQKYNSAEYRIFI  

157869957|Leimaj|Euglenozoa        LKGLHYGQRKLMLSEVEFLVQ-------KRVLVVYAGAACGLHLPFLFSLF-------ALDFV-LIDPA------LELIEDLCTAE------HDIFLVSDIRSGEPT------NQEHTDMIQQDNNAQREWCF------EVEAAMLKFH-PPYPAA-------TVEEYTYLD-----GTQLLGVWAPKSSSEVRLIV  
261334439|Trybru|Euglenozoa        LKGLHYGQRKLLLSEIEFLSA-------KPTLVVYAGAANGSHLPFLFQLF-------AVKFV-LIDPA------LDLVQGFCTDE------YDILLVSDIRSGVPE------NRENTLMIMRDNDMQRSWCW------KAEAALLKFH-PPYPPC-------TPESIEYLD-----GVRLFGVWAPKSSSELRLCV  
71410051|Trycru|Euglenozoa         VKGLHFGQRKLLLSEIEFLSA-------KPLLVVYAGAARGTHLPFLFKLF-------KVKFV-LIDPA------LELLERYCTDE------YDIILISDIRSGEPV------SKENTVMIMRDNEMQRSWCW------KAKAALLKFH-PPYPRC-------TPDSVDYFD-----GNRLFGVWAPKSSSEVRLCV  
261331659|Trybru|Euglenozoa        KSSIHWGQRKLLLSEIQLLCL-------VSYHIVYAGSAPGTHLAYLDEMF-------RHTWE-LVDPG------FTLRNEFFTNA------RPLLFISDIRSGSVN------LPNFEDHVAENMKAQECWCQ------QGEFSMLKFR-LPYTHR-------KDGTVTYLK-----GDLLLPIWTRPTSTEGRLVV  
71661901|Trycru|Euglenozoa         KAAIHWGQRKLLLSEIQLLSL-------VSYHIVYAGSAPGTHLAFLDELF-------RHTWE-LVDPG------FYLRNEFFTNV------KPLMFVSDIRSGSVN------LPNFEDHVAENMRAQECWCQ------QGEYSMLKFR-LPYTHK-------PDGTVNYLR-----GDILLPIWTRPTSTEGRLVV  

72548864|Leimaj|Euglenozoa         KSAIHWGQRKLLLSEIQLLSM-------ISYHIVYAGAAPGTHLAFLDEMF-------RHTWE-LIDPG------FRLRNEFFTNA------KPLLFISDIRSGSVA------LPNFEDHVAENMRAQECWTN------HGEHSMLKFR-LPYTSK-------EDGTVPYLR-----GDMLLPIWTRPTSTEGRLVV  
145546871|Partet|Alveolata         EDVIHWGQRKLLISEIWFLTK-------LSRNIIYAGAAPGFHIQFLSDLF-------NHKFY-LFDPN------ITIYQRCFTNE------NDYLFISDIRTANFK------PMENEQAVLRDNQLQMEWVK------KPQKAMLKFR-CAYPTE-------INEPTEFFQ-----GEIYIQAWAPASSTETRLVP  
145532733|Partet|Alveolata         EDVVHWGQRKLLISEIWFLTK-------LSRNIIYAGAAPGFHIQFLSDLF-------NHKFY-LFDPN------ITIYQRCFTNE------NDYLFISDIRTANFK------PLENEQAVLGDNQLQMEWVK------KPQKAMLKFR-CAYPTE-------INDPTEFFE-----GEIYIQAWAPASSTETRLVP  
294925887|Permar|Alveolata         KSTLHWGQRKLLLAELEFLME-------KAAVVVYVGAGPGDHIPVLIRFI-------PLSFE-LYDST------VRLIQDKFDLE------TPILLMSDIRSGNWQ------FEENEKMVRDDMSAQLAWWK------RPQKALMKFR-LPYT----------EGKVEYVS-----GKVYYPIWGAQTTTEARLTI  
290984181|Naegru|Heterolobosea     KSVIHWGQRKLLMSEIEFLTE-------PGAIVVYAGAAPGHHTNFLSDLF-------DLSFV-LVDPS------ITIVNDFFTDE------KNVLFISDIRTAQPE------REEIEKCVKWDNQAQMNWHL------KPKMSMLKFR-LPYDTQ-------SEKSYEYLK-----GDIYLPVWGPQTTTETRLVC  

167524922|Monbre|Choanoflagellida  KSVIHWGQRKLLLCEIEFLLL-------KAPLVVYAGAAPGPHVKILMGMF-------KHSFV-CVDPA------LILRQEMFTDD------RDVLFLSDIRSADPD------EKEVDSQVVADQEAQMRWHL------KAKASLLKFR-LSW----------KEGITNYLK-----GDIYLPIWGPMTTTEARLLV  

 



RrmJ/Mrm2/Trm7/SpbJ      motif X          motif I           motif II         motif III          motif IV               motif V                motif VI                    motif VII         motif VIII 
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15803719|Esccol|Proteobacteria     KGLRSRAWFKLDEIQQSDKLF-------PGMTVVDLGAAPGGWSQYVVTQI-------KGRII-ACDLL------DFLQGDFRDEL------KVQVVMSDMAPNMSG------PAVDIPRAMYLVELALEMCR------PGGSFVVKVF-QGEG---------FDEYLREIRSLFTKVKVRKPDSSRARSREVYIVA  
15604038|Ricpro|Proteobacteria     EGFRSRAAYKLLEIHYKFRLF-------PNMKIVDLGAAPGGWSQVASKLI-------NNKII-SIDLL------EFLQKDFFEKD------KADIVMSDMASNTIG------KATDHMRTLLLCEQAFEFAL------PSCHFIAKIF-RGGA---------ETALLNKVKREFRTVKHFKPVSSRSESTEIYLVA  
115525274|Rhopal|Proteobacteria    DGYRSRAAYKLLEIDDKHHFL-------PGASVVDLGAAPGGWSQIAAKRV-------KGKVV-AIDLL------TFAQLDFLSPA------RVDVVMSDMAANTTG------RKTDQLRIVGLVEDAAAFAC------PGGTFVAKVF-QSGA---------DATLMTQLKRDFASVKHLKPQASRKDSSERYVLA  

59800827|Neigon|Proteobacteria     DGYRARAAYKLLEINEKDKII-------PGTVLADLGSAPGSWSQVAAKLT-------SGAVF-ALDIL------SFIQGDFREND------PLDLVICDMAPNMSG------AVSDQARSFYLCELALDFAS------TGGSFLVKVF-QGAG---------YQEYMAAMREIFGTVQTRKPEASRNRSSEIYLLG  
152985989|Pseaer|Proteobacteria    DGYRSRASYKLLEIQEKDRIL-------PGMTVVDLGAAPGGWSQVTSRVI-------RGRLI-ASDIL------TFIQGDFTEDA------PVDLVISDMAPNMSG------RAADQPRAMYLCELALDLAG------PGGDFLIKIF-QGEG---------FDQYHKQAREMFDKVQMRKPLSSRDRSREQYLLA  
254292202|Vibcho|Proteobacteri     KGYRSRAIFKIEEIQNKDKLL-------AGMTVVDLGAAPGGWSQFAAKVV-------GGRVI-ACDLL------SFLQGDFREEA------MVDVVMSDMAPNMAG------LSVDQPRAMYLVELALDMCR------PNGSFVVKVF-QGEG---------FDDYVKAVRNLFKVVKIRKPDSSRSRSREVFIVA  
53732765|Haeinf|Proteobacteria     QKLRSRAYFKIDEIQQTDKLF-------QGMTVVDLGAAPGGWSQYVVSQI-------KGRVI-ACDIL------DFLQGDFRDEN------KVDVVMSDMAPNFSG------PSVDIPRAMYLVELALDMCK------TKGSFVVKVF-QGEG---------FDEYLREIRSLFNVVKVRKPEASRGRSREVYIVA  
11499633|Arcful|Euryarchaeota      EGYRSRAAYKLLQMNRTFKLI-------EGDLVLDLGATPGGWSQVAALL--------GARVV-AVDIN------TFIRGDITLPE------DYDVVMSDASPKISG------WTIDHLRSIDLARASFSIAK------PGGNFVVKVF-QGEE---------IQKFFNELKPHFRFKKFHSPQASRKRSAEVYFIG  

216264466|Borbur|Spirochaetes      EGYLARSVYKLIEINEKFSLF-------SG-NVLDIGASPGSFSQYAYKKL-------RGILV-SVDIN------YFIKGDIFSDD------PYSLVISDVAPKTTG------RLVDTSNSFNLSMRIIDLSL------KKGNLLVKVF-QGGD---------EMQIFKKFEKYFKFVKKIRPKAVRKNSFEIYFLG  
15669566|Metjan|Euryarchaeota      LKYRSRASFKLMQLNEKFNVI-------PGKIVLDLGCAPGGWMQVAREIV-------KGFVI-GIDLQ------VAIKGDFTLEE------KVDVVISDASPNISG------WDIDHARSIDLVTTALQIAT------ERGNFVAKVF-YGDM---------IDDYVNLVKKYFEKVYITKPQASRKESAEVYVIA  
72392565|Trybru|Euglenozoa         RGYVARSAFKLLEMDDKFTLF-------NTRVVVDIGCSPGSWLQVIRERC-------KCAVF-GVDVL------VCIQGDFTNPA------VVDVVTSDMCLNRGT------STSDRQKQEELNRSALAFAL------PGGNFVCKVL-GSPTA--------YEELRRDTCRWFVRTDICKPSSSRLTSDEAFMVC  
15240727|Aratha|Viridiplantae      LGYVARSAFKLLQIQKQYKLI-------PGSSVLDLGCAPGAWLQVACQSL-------GGIVV-GMDIK------QTIAADVLN-F------GFSVILSDMCHSVSG------TTRDAALSAELGMRALDLAV------HGGHLVIKLL-ESED---------AQDFARICKPIFNKASWLRPKATRPSSREIYLIC  
89365951|Homsap|Metazoa            ESYRCRSAFKLLEVNERHQIL-------PSLRVLDCGAAPGAWSQVAVQKV-------VGFVL-GVDLL------FLCPADVTDPR------RADVILSDMAPNATG------RDLDHDRLISLCLTLLSVTP------PGGTFLCKTW-AGSQ---------SRRLQRRLTEEFQNVRIIKPEASRKESSEVYFLA  

6321302|Saccer|Fungi               QNLRSRAAFKLMQIDDKYRLF-------TDQRILDLGYAPGAWSQVARQRS-------NSMIL-GVDIL------NSIQANILAKR------PVDVIISDMYEPWPQ------SIRDHYQSIDLCDAALVTAI------PLGSFVCKLY-TGEE---------ENLFKKRMQAVFTNVHKFKPDASRDESKETYYIG  
84043710|Trybru|Euglenozoa         QGFRARSAFKLVQLNRKYDFL-------KCRVLVDLCAAPGSWCQVAAKHM-------GSKIV-GVDLV------KTFVGDITEEK------PVDCVIHDGAPNVGG------WSRDLFEQNSLVLHAAKLAS------PGGWFVTKVF-RSQD---------FHKLMWVMKQLFDKVEATKPLASRMESAEIFVTC  
256270950|Saccer|Fungi             KGYRARSSFKIIQINEKYGHF-------KSKVVIDLCAAPGSWCQVASKLC-------NSLII-GVDIV------ITFQSDITTED------KADTVLHDGAPNVGL------WVQDAFTQSQLTLQALKLAV------VNGTFVTKIF-RSKD---------YNKLIWVFQQLFEKVEATKPPASRNVSAEIFVVC  
22328933|Aratha|Viridiplantae      RGFRSRASYKLLQLDAKYSLL-------SAHAVLDLCAAPGGWMQVAVEKV-------GSLVL-GIDLV------VTMTQDITRTE------AFNLVLHDGSPNVGG------WAQEAMSQNALVIDSVRLAT------RNGNLVTKVF-RSRD---------YNSVLYCLGRLFEKVEVFKPPASRSASAETYLVG  
73621843|Homsap|Metazoa            TGYRSRSAFKLIQLNRRFQFL-------KARALLDLCAAPGGWLQVAAKFM-------SSLIV-GVDLV------VTLQEDITTER------KVDVVLNDGAPNVGA------WVHDAYSQAHLTLMALRLAC------RGGSFITKVF-RSRD---------YQPLLWIFQQLFRRVQATKPQASRHESAEIFVVC  

6319535|Saccer|Fungi               QGYRARSAFKLLQLNDQFHFL-------NLKRVVDLCAAPGSWSQVLSRKL-------DRKIV-SVDLQ------TTLQADITHPK------KADFVCSDGAPDVTG------HDLDEYVQQQLIMSALQLTA------KGGTFVAKIF-RGRD---------IDMLYSQLGYLFDKIVCAKPRSSRGTSLEAFIVC  
84043514|Trybru|Euglenozoa         EGYRARSAYKLLQLHEEFGIL-------IRTGVVDLCAAPGSWSQVLSNHL-------RPRIV-AVDLQ------QLLQGDITSEW------KADLVVCDGAPDVTG------HELDEYLQHHLLLAALNITT------RGGTFVTKMF-RGPN---------TPFLVAKAEVFFRQVTIAKPKSSRNASMEAFMVC  
30679168|Aratha|Viridiplantae      EGWRARSAFKLLQIDEEFNIF-------GVKRVVDLCAAPGSWSQVLSRQL-------LPLIV-AIDLQ------IQVQGDITNAR------KADLVVCDGAPDVTG------HDMDEFVQSQLILAGLTIVT------EGGKFIAKIF-RGKD---------TSLLYCQLKLFFPTVTFAKPKSSRNSSIEAFAVC  
29029589|Homsap|Metazoa            NGWRARSAFKLLQLDKEFQLF-------GVTRAVDLCAAPGSWSQVLSQKI-------SGHVV-AVDLQ------VQIQGDITQLS------PADLVVCDGAPDVTG------HDVDEYMQAQLLLAALNIAT------PGGCFVAKIF-RGRD---------VTLLYSQLQVFFSSVLCAKPRSSRNSSIEAFAVC  

 

 

 

 

 


